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<140> 
<141> 
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<160> 11 



<170> Patentln Ver . 2.1 



<210> 1 
<211> 2623 
<212> DNA 

<213> Homo sapiens 



<400> 1 

gaggaggccc gagaggagtc ggtggcagcg gcggcggcgg gaccggcagc agcagcagca 6 0 
gcagcagcag caaccactag cctcctgccc cgcggcgttg cgacgagccc cacgagccgc 120 
tcaccccgcc gttctcagcg ctgcccgacc ccgctggcgc gcctcccgcc gcagtcccgg 180 
cagcgcctca gttgtcctcc gactcgccct cggccttcgc gcagcgcagc acagccgcac 240 
gcaccgcagc acagcacagc acagcccagg catagcttcg gcacagcccc ggctccggct 3 00 
cctgcggcag ctcctctggc acgtccctgc gccgacattc tggaggttgg atgctcttgt 360 
ccaaaatcaa ctcgcttgcc cacctgcgcg ccgcgccctg caacgacctg cacgccacca 420 
agctggcgcc cggcaaggag aaggagcccc tggagtcgca gtaccaggtg ggcccgctac 480 
tgggcagcgg cggcttcggc tcggtctact caggcatccg cgtctccgac aacttgccgg 540 
tggccatcaa acacgtggag aaggaccgga tttccgactg gggagagctg cctaatggca 600 
ctcgagtgcc catggaagtg gtcctgctga agaaggtgag ctcgggtttc tccggcgtca 660 
ttaggctcct ggactggttc gagaggcccg acagtttcgt cctgatcctg gagaggcccg 720 
agccggtgca agatctcttc gacttcatca cggaaagggg agccctgcaa gaggagctgg 780 
cccgcagctt cttctggcag gtgctggagg ccgtgcggca ctgccacaac tgcggggtgc 840 
tacaccgcga catcaaggac gaaaacatcc ttatcgacct caatcgcggc gagctcaagc 900 
tcatcgactt cgggtcgggg gcgctgctca aggacaccgt ctacacggac ttcgatggga 960 
cccgagtgta tagccctcca gagtggatcc gctaccatcg ctaccatggc aggtcggcgg 102 0 
cagtctggtc cctggggatc ctgctgtatg atatggtgtg tggagatatt cctttcgagc 1080 
atgacgaaga gatcatcagg ggccaggttt tcttcaggca gagggtctct tcagaatgtc 1140 
agcatctcat tagatggtgc ttggccctga gaccatcaga taggccaacc ttcgaagaaa 1200 
tccagaacca tccatggatg caagatgttc tcctgcccca ggaaactgct gagatccacc 126 0 
tccacagcct gtcgccgggg cccagcaaat agcagccttt ctggcaggtc ctcccctctc 1320 
ttgtcagatg cccgagggag gggaagcttc tgtctccagc ttcccgagta ccagtgacac 1380 
gtctcgccaa gcaggacagt gcttgataca ggaacaacat ttacaactca ttccagatcc 144 0 
caggcccctg gaggctgcct cccaacagtg gggaagagtg actctccagg ggtcctaggc 1500 
ctcaactcct cccatagata ctctcttctt ctcataggtg tccagcattg ctggactctg 1560 
aaatatcccg ggggtggggg gtgggggtgg gcagaaccct gccaatggaa ctctttcttc 162 0 
atcatgagtt ctgctgaatg ccgcgatggg tcaggtaggg gggaaacagg ttgggatggg 16 8 0 
ataggactag cacattttaa gtccctgtca cctcttccga ctctttctga gtgccttctg 1740 
tggggactcc ggctgtgctg ggagaaatac ttgaacttgc ctcttttacc tgctgcttct 1800 
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ccaaaaatct gcctgggttt tgttccctat 
ttcatatgaa aggtgccatg gaagaggcta 
tttctgcctc ctttagtaaa actccgagtg 
ctgtttcaaa gccaagacct cacacacaca 
aaagctgtaa atgtgtgtac agttggcatg 
atttttaaga aattttgcct ttaagttatt 
tgcgcattct aacctggagg tcaatgttat 
tcctattcca agcttccata gctgctgccc 
ttggggacct tttgggggag ggctgcgacg 
ggcgggacag tgctgcagct ccctggcttc 
ggtcccggct ctgtgggtga tgggaggggc 
gaaacacagt tctggatggt gtgccttcca 
aggtagcctg ctggttttat ctgagtgaaa 
ttttttttta tacttgcgtt tggaataaaa 



ttttctctcc tgtcctccct caccccctcc 1860 
cagggccaaa cgctgagcca cctgcccttt 1920 
aactggtctt cctttttggt ttttacttaa 1980 
aaaaaatgca caaaccaagc aatcaacaga 2 04 0 
gtagtataca aaaagattgt agtggatcta 2100 
ttacctgttt ttgtttcttg ttttgaaaga 2160 
gtatttattt atttatttat ttggttccct 2220 
tagttttctt tcctcctttc ctcctctgac 2280 
cttgctctgt ttgtggggtg acgggactca 2340 
tgtggggccc ctcacctact tacccaggtg 2400 
cattgctgac tgtgtatata ggataattat 2460 
gatcctctct ggggctgtgt tttgagcagc 252 0 
tactgtacag gggaataaaa gagatcttat 2580 
accctttggc ttt 2623 



<210> 2 
<211> 313 
<212> PRT 

<213> Homo sapiens 

Met°Leu Leu Ser Lys lie Asn Ser Leu Ala His Leu Arg Ala Ala Pro 
15 10 15 

Cys Asn Asp Leu His Ala Thr Lys Leu Ala Pro Gly Lys Glu Lys Glu 
20 25 30 

Pro Leu Glu Ser Gin Tyr Gin Val Gly Pro Leu Leu Gly Ser Gly Gly 
35 40 45 

Phe Gly Ser Val Tyr Ser Gly He Arg Val Ser Asp Asn Leu Pro Val 
50 55 60 

Ala He Lys His Val Glu Lys Asp Arg He Ser Asp Trp Gly Glu Leu 
65 70 75 80 

Pro Asn Gly Thr Arg Val Pro Met Glu Val Val Leu Leu Lys Lys Val 
85 90 95 

Ser Ser Gly Phe Ser Gly Val He Arg Leu Leu Asp Trp Phe Glu Arg 
100 105 HO 

Pro Asp Ser Phe Val Leu He Leu Glu Arg Pro Glu Pro Val Gin Asp 
115 120 125 

Leu Phe Asp Phe He Thr Glu Arg Gly Ala Leu Gin Glu Glu Leu Ala 
130 135 140 

Arq Ser Phe Phe Trp Gin Val Leu Glu Ala Val Arg His Cys His Asn 
145 150 155 160 

Cys Gly Val Leu His Arg Asp He Lys Asp Glu Asn He Leu He Asp 
165 " 170 175 

Leu Asn Arg Gly Glu Leu Lys Leu He Asp Phe Gly Ser Gly Ala Leu 
180 185 190 
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Leu Lys Asp Thr Val 
195 

Pro Pro Glu Trp lie 
210 

Val Trp Ser Leu Gly 
225 

Pro Phe Glu His Asp 
245 

Gin Arg Val Ser Ser 
260 

Leu Arg Pro Ser Asp 
275 

Trp Met Gin Asp Val 
2 90 

His Ser Leu Ser Pro 
305 



Tyr Thr Asp Phe Asp Gly 
200 

Arg Tyr His Arg Tyr His 
215 

lie Leu Leu Tyr Asp Met 
230 235 

Glu Glu He He Arg Gly 
250 

Glu Cys Gin His Leu He 
265 

Arg Pro Thr Phe Glu Glu 
280 

Leu Leu Pro Gin Glu Thr 
295 

Gly Pro Ser Lys 
310 



Thr Arg Val Tyr Ser 
205 

Gly Arg Ser Ala Ala 
220 

Val Cys Gly Asp He 
240 

Gin Val Phe Phe Arg 
255 

Arg Trp Cys Leu Ala 
270 

He Gin Asn His Pro 
285 

Ala Glu He His Leu 
300 



<210> 3 
<211> 1302 
<212> DNA 

<213> Rattus norvegicus 
<400> 3 

gggatgctct tgtccaagat caactccctg 
ctgcacgcca acaagctggc gccgggcaaa 
gtgggcccgc tgttgggcag cggtggcttc 
gacaacttgc cggtggccat caagcacgtg 
ctgcccaacg gcacccgagt gcccatggaa 
ttctcgggcg tcattagact tctggactgg 
ctggagaggc ccgaacccgt gcaagacctc 
caggaggagc tggcccggag cttcttctgg 
aactgcgggg ttctccaccg cgacatcaag 
ggcgaactca aactcatcga cttcgggtcg 
gactttgacg gaacccgagt gtacagtcct 
ggcaggtcgg ctgctgtttg gtccctgggg 
attccatttg agcacgacga agagatcgtc 
tcttcagaat gtcaacatct tattagatgg 
tcctttgaag aaatccagaa ccatccgtgg 
gccgagattc atctgcacag cctgtcacca 
accctccagg gaagagagag cttgtctgct 
agggacagaa atgacaactc attccaggct 
agaagagact agttcactcg tcctggaccc 
cagtgtggct ggcgtccgca gagtcccggg 
gccctgtcat ggaactttag tcaccatgga 
ggggaaaaac atttgggggg tgggattaaa 



gcccacctgc gcgcagcccc ttgcaacgac 6 0 
gagaaggagc ccctggagtc gcagtaccag 12 0 
ggctcggtct actcgggcat ccgcgtcgcc 180 
gagaaggacc ggatttccga ctggggggaa 240 
gtggtcctgc tgaagaaggt gagctcgggc 3 00 
ttcgagaggc ccgatagttt cgtgctgatc 360 
ttcgacttca tcaccgagcg aggagccctc 420 
caggtgctgg aggccgtgcg gcattgccac 480 
gacgagaaca tcttaatcga cctgaaccgc 540 
ggggcgctgc tcaaggacac agtctacacg 600 
ccagagtgga ttcgctacca tcgctaccac 660 
atcctgctct atgacatggt ctgcggagat 720 
aagggccaag tgtactttag gcaaagggtc 780 
tgcctgtccc tgagaccatc ggaccggccc 84 0 
atgcaggatg ttctcctgcc ccaggccacc 900 
tcacccagca aatagcagcc attctgtcag 960 
ggcctccaac aggaccctgc tctacgatgc 102 0 
ccggggtccc tggagcaacc tccctcaagg 1080 
cgctttgccc ctcacagact cagtggcgtc 114 0 
tgttgggggg ggaggtggga gtgggtcaga 12 0 0 
gactgtgggt caccaagatg ggccagggta 126 0 
aactagcacc at 1302 
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<210> 4 
<211> 313 
<212> PRT 

<213> Rattus norvegicus 

KeVLu Leu Ser Lys He Asn Ser Leu Ala His Leu Arg Ala Ala Pro 
15 10 15 

Cys Asn Asp Leu His Ala Asn Lys Leu Ala Pro Gly Lys Glu Lys Glu 
20 25 30 

Pro Leu Glu Ser Gin Tyr Gin Val Gly Pro Leu Leu Gly Ser Gly Gly 
35 40 45 

Phe Gly Ser Val Tyr Ser Gly He Arg Val Ala Asp Asn Leu Pro Val 
50 55 60 

Ala lie Lys His Val Glu Lys Asp Arg He Ser Asp Trp Gly Glu Leu 



65 LyB "" — ■ - 75 



Pro Asn Gly Thr Arg Val Pro Met Glu Val Val Leu Leu Lys Lys Val 
85 90 95 

Ser Ser Gly Phe Ser Gly Val He Arg Leu Leu Asp Trp Phe Glu Arg 
100 105 11° 



Pro Asp Ser Phe Val Leu He Leu Glu Arg Pro Glu Pro Val Gin Asp 
115 120 X25 

Phe He Thr Glu Arg Gly Ala Leu Gin Glu Glu Leu Ala 



125 

Leu Phe Asp Phe He Thr Glu Arg Gly Ala Leu Gin 
130 135 I 40 

Arg Ser Phe Phe Trp Gin Val Leu Glu Ala Val Arg His Cys His Asn 
145 150 I 55 

Cys Gly Val Leu His Arg Asp He Lys Asp Glu Asn He Leu He Asp 



165 



Leu Asn Arg Gly Glu Leu Lys Leu He Asp Phe Gly Ser Gly Ala Leu 
180 185 I 90 

Leu Lys Asp Thr Val Tyr Thr Asp Phe Asp Gly Thr Arg Val Tyr Ser 
195 200 205 

Pro Pro Glu Trp He Arg Tyr His Arg Tyr His Gly Arg Ser Ala Ala 



210 



215 220 



val Trp Ser Leu Gly He Leu Leu Tyr Asp Met Val Cys Gly Asp He 
225 230 235 



Pro Phe Glu His Asp Glu Glu He Val Lys Gly Gin Val Tyr Phe Arg 
245 



250 255 



Gin Arg Val Ser Ser Glu Cys Gin His Leu He Arg Trp Cys Leu Ser 
260 265 270 
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Leu Arg Pro Ser Asp Arg Pro Ser Phe Glu Glu He Gin Asn His Pro 
275 ~ 280 285 

Trp Met Gin Asp Val Leu Leu Pro Gin Ala Thr Ala Glu He His Leu 
290 ~ 295 300 

His Ser Leu Ser Pro Ser Pro Ser Lys 
305 310 



<210> 5 
<211> 942 
<212> DNA 

<213> Mus musculus 



atgctcctgt ccaagatcaa ctccctggcc cacctgcgcg cccgcccctg "acgacctg 60 
cacgccacca agctggcgcc gggcaaagag aaggagcccc tggagtcgca gtaccaggtg 120 
qacccqctgt tlggclgcgg tggcttcggc tcggtctact ctggcatccg cgtcgccgac 180 
aacttlcclg S*!t2 gcacgtggag aaggaccgga tttccgattg 999agaactg 240 
cccaatggca cccgagtgcc catggaagtg gtcctgttga agaaggtgag ctcggacttc 300 
tcgggcltca ttagacttct ggactggttc gagaggcccg atagtttcgt gctgatcctg 360 
gaqagqcccg aaccggtgca agacctcttc gactttatca ccgaacgagg agccctacag 420 
gagqacctgl cccgaggatt cttctggcag gtgctggagg ccgtgcggca ttgccacaac 480 
g tccaccgcga catcaaggac gagaacatct taatcgacct 9agccgcggc 540 

qLScaaac tcatcgactt cgggtcgggg gcgctgctca aggacacagt ctacacggac 600 
?ttoatggga cccgagtgta cagtcctcca gagtggattc gctaccatcg ctaccacggc 660 
aggfcggcag ctglctggtc ccttgggatc ctgctctatg acatggtctg <=9gagatatt 720 
ccqtttgagc acgatgaaga gatcatcaag ggccaagtgt tcttcaggca aactgtctct 780 
tcagaglgtc agcaccttat Laatggtgc ctgtccctga gaccgtcaga tcggccctcc 840 
tttlaagaaa tccggaacca tccgtggatg cagggtgacc tcctgcccca ggcagcttct 900 
gagatccatc tgcacagtct gtcaccggga tccagcaagt ag 



<210> 6 
<211> 313 
<212> PRT 

<213> Mus musculus 



Met°Leu Leu Ser Lys lie Asn Ser Leu Ala His Leu Arg Ala Arg Pro 



10 15 



1 5 
Cys Asn Asp Leu His Ala Thr Lys Leu Ala Pro Gly Lys Glu Lys Glu 



Pro Leu 

35 



20 

Glu Ser Gin Tyr Gin Val Gly Pro Leu Leu Gly Ser Gly Gly 



40 45 



Phe Gly Ser Val Tyr Ser Gly He Arg Val Ala Asp Asn Leu Pro Val 
50 55 60 

Ala He Lys His Val Glu Lys Asp Arg He Ser Asp Trp Gly Glu Leu 
65 70 75 80 

Pro Asn Gly Thr Arg Val Pro Met Glu Val Val Leu Leu Lys Lys Val 
85 9° 95 
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Ser Ser Asp Phe Ser Gly Val He Arg Leu Leu Asp Trp Phe Glu Arg 
100 105 HO 

Pro Asp Ser Phe Val Leu He Leu Glu Arg Pro Glu Pro Val Gin Asp 
115 120 125 

Leu Phe Asp Phe He Thr Glu Arg Gly Ala Leu Gin Glu Asp Leu Ala 
130 * 135 140 

Arq Gly Phe Phe Trp Gin Val Leu Glu Ala Val Arg His Cys His Asn 
145 150 155 160 

Cvs Gly Val Leu His Arg Asp He Lys Asp Glu Asn He Leu He Asp 
165 " 170 175 

Leu Ser Arg Gly Glu He Lys Leu He Asp Phe Gly Ser Gly Ala Leu 
180 185 190 

Leu Lys Asp Thr Val Tyr Thr Asp Phe Asp Gly Thr Arg Val Tyr Ser 
195 200 205 

Pro Pro Glu Trp He Arg Tyr His Arg Tyr His Gly Arg Ser Ala Ala 
210 215 220 

Val Trp Ser Leu Gly He Leu Leu Tyr Asp Met Val Cys Gly Asp He 
225 230 235 240 

Pro Phe Glu His Asp Glu Glu He He Lys Gly Gin Val Phe Phe Arg 
245 250 255 

Gin Thr Val Ser Ser Glu Cys Gin His Leu He Lys Trp Cys Leu Ser 
260 265 270 

Leu Arg Pro Ser Asp Arg Pro Ser Phe Glu Glu He Arg Asn His Pro 
275 280 285 

Trp Met Gin Gly Asp Leu Leu Pro Gin Ala Ala Ser Glu He His Leu 
290 295 300 

His Ser Leu Ser Pro Gly Ser Ser Lys 
305 310 



<210> 7 

<211> 1176 

<212> DNA 

<213> Homo sapiens 

<400> 7 

cccacgcgtc cgcagagtgc cagcagctga 

agcggccgtc gctggatcag attgcggccc 

ccccggagag ctgtgacctg cggctgtgca 

cgtccagcag cgagagcttg tgaggagctg 

cttggccaga cctgggacgc ccccagaccc 
tgcggaagca gtgacctctg acccctggtg 

gtcccgcggg acttggtttt ctcaagctct 



tccggtggtg cctgtccctg cggccctcag 6 0 
atccctggat gctgggggct gacgggggcg 120 
ccctcgaccc tgatgacgtg gccagcacca 180 
cacctgactg ggagctaggg gaccacctgc 24 0 
tgactttttc ctgcgtgggc cgtctcctcc 300 
accttcgctt tgagtgcctt ttgaacgctg 360 
gtctgtccaa agacgctccg gtcgaggtcc 420 
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cgcctgccct gggtggatac ttgaacccca 
cggccttccc atctgcctgc ccacccggag 
acctcccgcc ctcagtcctg cggtgtgcgt 
cctggcctcc gcgcccgccc gcccacgcga 
ggtgtgaccc cctggaggtg ccctcggccc 
ttgaggttat ttcctctgag cagtctgcct 
aggggagggg gtggctgtgg tccagggacc 
tcctggcccc gcctgtcaga agatgaacat 
accctgacac ttccaggcac tgtgcccagg 
gtctgcttgt gggctctgaa agctggggtg 
gtacctgtgt ttgtgtgaat gcggtgtgtg 
caaaagtgag atgtctggag atcatatttt 
tgtacataaa aaaaaaaaaa aaaaaaaaaa 



gacgcccctc tgtgctgctg tgtccggagg 4 80 
ctctttccgc cggcgcaggg tcccaagccc 54 0 
ctgggcacgt cctgcacaca caatgcaagt 600 
gccgtacccg ccgccaactc tgttatttat 660 
accggggcta tttattgttt aatttatttg 720 
ctcccaagcc ccaggggaca gtggggaggc 780 
ccaggccctg attcctgtgc ctggcgtctg 840 
gtatagtggc taacttaagg ggagtgggtg 900 
gtttgggttt taaattattg actttgtaca 960 
gggccagagc ctgagcgttt aatttattca 102 0 
caggcatcgc agatgggggt tctttcagtt 1080 
tttatacagg tatttcaatt aaaatgtttt 114 0 



<210> 8 
<211> 2133 
<212> DNA 

<213> Rattus norvegicus 
<400> 8 



cgctcggcca gctgccgtct acgggcttcc gcgcggccac cgggcaactg cgccgcgcgg 60 
Sgccccact lagcgctcgg cctcggggcc gtgggatccg ccgcgctgtc tgcggtcagg 120 
aalaccgccc tcccgcgtcc gtgccggacg ggtcagaggc ggcgccgcac 9cgaggccac 180 
cclcgafgct gctgtccaag ttcggctccc tggcgcacct ctgcgggcct ^cggcgtgg 240 
accacctccc agtgaagatc ctacagccag ccaaggcgga caaggagagc ttcgagaagg 300 
tqtaccaggt gggcgccgtg ctcggcagcg gcggcttcgg cacggtctac gcgggcagcc 360 
Stcgccga Sactcccg gtggctgtga agcacgtggt gaaggagcgg gtgaccgagt 420 
Igggcagtct cglcggaatg gccgtgcccc tggaggtggt gctgctgcgc aaggtgggcg 480 
cggcgggcgg c^cgcgcggc gtcatccgcc tgctggactg gttcgagcgg <=ccgacggct 540 
tcctgcLgt gctggagcga cccgagccgg cacaggacct cttcgacttc atcactgaac 600 
gcgglgccct ggacgagclt ctggctcgtc gcttcttcgc gcaggtgctc sccgctgtgc 660 
ggcactgcca caattgtggg gtcgtgcacc gcgacatcaa ggacgagaac ^gctggtgg 720 
acttqcqctc gggcgagctg aagctcatcg acttcggctc gggcgcggtg ctcaaggaca 780 
Stctacac Hl c l t l ga l ggcacccgtg tgtacagccc -cagagtgg atccggtatc 840 
atcaatatca cgggcggtct gccactgtgt ggtctctggg tgtactgctc tacgacatgg 900 
tgtltgggga cStcccttt gagcaggatg aggagatctt gcgcggcagg ctctttttcc 960 
SSSSt ctccccagag tgccagcagc ttattgagtg gtgtctctcc ctgcggccct 1020 
cagagaScc ctcgctggac caaattgctg cccatccctg gatgctgggg acagagggca 1080 
ocqttccaga gaactgtgac cttcggctct gtgccctgga tactgatgac ggagccagta 1140 
ccacttccag cagtgagagc ttgtgaggag gaggaggggc ctggactcca -ctgggggc 1200 
ctgggctcal cctagccagc cctctcccag aatgaacatt ttctgcctgg gatgtctcct 1260 
gcaaaagcai tgacctctga cccctggtga cctttgctct cggcaccggg ^tgtttcct 1320 
Sctttgag tgcctttttg aacgctgctc cacagggcct gggttttctt gagctcttct 1380 
oJccaaagat glctgcgggc taagcaaggt cccgcctgcc ctgggtggat acttgaaccc 1440 
Sgaccctac cctgct|ctc catcttgcgg cagccttcct gaccaagtgt fttgacatg 1500 
gagcgccctg tgg?gcccac ctccaaccct ccagtctcct ggtcttcgtc tgggcatgtc 1560 
tgcacaagca atgxaacgct gggccactgc tgcccgcctg cctccctggc accgcacg a 1620 
acgagcgtgc cacggtctct tatttatggt gtgatcaccc tggagggcgc ^ctgccctg 1680 
ctgaggctat ttattgttta atttatttgc tgaggttact tcctccaagc aaccaccttc 1740 
tcSScccc tggggtgttc aggaaagcca agggtggccg ttcagtccac agacggcatc 1800 
ctggftcctg cacctgcagt aggtccctaa ccccatgttt gtgggaggag 9aatttgtac 1860 
agtggctaat ttaaggggag tgggagaccc tgtcaccctg ggcactctgc actggggagg 1920 
gigt^taaat tattgacctt gtacagtctg cttgctggct ctgaaagctg 99^99999^ 1980 
cagagtctca agcccttaat ttattttagc aactgtgttc tgtgaccctg 9tgtgagtag 2040 
gcatcagggg tggggttgta taagttcaaa agtgtgaaat gtctggagat catatttttt 2100 
atacaggtat ttcaattaaa tgttttggta tat 
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<210> 9 
<211> 326 
<212> PRT 

<213> Rattus norvegicus 



<400> 9 

Met Leu Leu Ser Lys Phe Gly Ser Leu Ala His Leu Cys Gly Pro Gly 
15 10 15 

Gly Val Asp His Leu Pro Val Lys lie Leu Gin Pro Ala Lys Ala Asp 
20 25 30 

Lys Glu Ser Phe Glu Lys Val Tyr Gin Val Gly Ala Val Leu Gly Ser 
35 40 45 

Gly Gly Phe Gly Thr Val Tyr Ala Gly Ser Arg lie Ala Asp Gly Leu 
50 55 60 

Pro Val Ala Val Lys His Val Val Lys Glu Arg Val Thr Glu Trp Gly 
65 70 75 80 

Ser Leu Gly Gly Met Ala Val Pro Leu Glu Val Val Leu Leu Arg Lys 
85 90 95 

Val Gly Ala Ala Gly Gly Ala Arg Gly Val lie Arg Leu Leu Asp Trp 
100 105 110 

Phe Glu Arg Pro Asp Gly Phe Leu Leu Val Leu Glu Arg Pro Glu Pro 
115 , 120 125 

Ala Gin Asp Leu Phe Asp Phe He Thr Glu Arg Gly Ala Leu Asp Glu 
130 135 140 

Pro Leu Ala Arg Arg Phe Phe Ala Gin Val Leu Ala Ala Val Arg His 
145 " 150 155 160 

Cys His Asn Cys Gly Val Val His Arg Asp He Lys Asp Glu Asn Leu 
165 170 175 

Leu Val Asp Leu Arg Ser Gly Glu Leu Lys Leu He Asp Phe Gly Ser 
180 185 190 

Gly Ala Val Leu Lys Asp Thr Val Tyr Thr Asp Phe Asp Gly Thr Arg 
195 200 205 

Val Tyr Ser Pro Pro Glu Trp He Arg Tyr His Arg Tyr His Gly Arg 
210 215 220 

Ser Ala Thr Val Trp Ser Leu Gly Val Leu Leu Tyr Asp Met Val Cys 
225 230 235 240 

Gly Asp He Pro Phe Glu Gin Asp Glu Glu He Leu Arg Gly Arg Leu 
245 250 255 
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Phe Phe Arg Arg Arg Val Ser Pro 
260 

Cys Leu Ser Leu Arg Pro Ser Glu 
275 280 

Ala His Pro Trp Met Leu Gly Thr 
290 295 

Asp Leu Arg Leu Cys Ala Leu Asp 
305 310 

Ser Ser Ser Glu Ser Leu 
325 



Glu Cys Gin Gin Leu lie Glu Trp 
265 270 

Arg Pro Ser Leu Asp Gin lie Ala 
285 

Glu Gly Ser Val Pro Glu Asn Cys 
300 

Thr Asp Asp Gly Ala Ser Thr Thr 
315 320 



<210> 10 
<211> 2447 
<212> DNA 

<213> Mus musculus 
<400> 10 

gcagggcggg tgagagcgcc gtgaaagccg 
acggcaagct agtccggacg ggtcgtcgtc 
cagggagcgt ccggcttccc cagcaccgcc 
gcgagcctcg ggcggaagga ggcggagctt 
catctccgtg gtccaaaacc ccggggcgag 
ctgccgtcta cgcgctttcg cgcggccacc 
agcgctcggc ctcggggccg tgggatccgc 
cccgcgtcct tgccggacgg gtcagaggcg 
ctgtccaagt tcggctccct ggcgcacctc 
gtgaagatcc tacagccagc caaggctgac 
ggcgccgtgc tgggcagcgg cggcttcggc 
ggactcccgg tggctgtgaa gcacgtggtg 
ggcggagtgg ccgtgcccct ggaggtggtg 
gcgcgcggcg tcatccgctt gctggactgg 
ctggagcgac ccgagccggc acaggacctc 
gacgagccgc tggcgcgtcg cttcttcgcg 
aattgtgggg tcgtgcaccg cgacatcaag 
ggagagctga agctcatcga cttcggctcg 
gactttgatg gcacccgtgt gtacagcccc 
gggcggtctg ccactgtgtg gtctctgggt 
attccctttg agcaggatga ggagatcttg 
tccccagagt gccagcagct tattgagtgg 
tccctggacc aaattgctgc ccacccctgg 
aactgtgacc ttcggctttg tgccctggat 
agtgagagct tgtgaggagg agaaggggcc 
attgaacact ttctgcctgg gatgtctgct 
cctttgctct cggcaccggg cctgtttcct 
cacagggcct gggttttctt gagctcttct 
cctgccctgg gtggatactt gaaccagaga 
agccttcctg accaagtgtg tttgacatgg 
cagtctcctg gtgttcatct gggcatgtct 
gcccgtctgc ctccccggca cggcacggct 
ctcttattta tggtgtgatc accctggagg 
tttaatttat ttgctgaggt tcctccaagc 
aaagtcaaat gtggctgttg agtccacaga 



cggaacgccg tgcacctccg cgactctact 60 
cccgcgcgcc accagccctt ggtgaaacga 12 0 
ctgcgagact caaaacagcc acaccgcaaa 18 0 
caggcggccc cgcctccgcg gaaggataca 24 0 
gcggccgggg cgtgtgagct gctcggccag 3 00 
gggcaactgc gccgcgcggc tgccccgctg 360 
cgcgctgtct gcggtcagga agaccgccct 42 0 
gcaccgcacg cgaggccacc cgcgatgctg 480 
tgcgggcctg gcggcgtgga ccacctccca 54 0 
aaggagagct tcgagaaggt gtaccaggtg 600 
acggtctacg cgggcagccg catcgccgac 66 0 
aaggagcggg tgaccgagtg gggcagtctc 720 
ctgctgcgca aggtgggcgc ggcgggcggc 780 
ttcgagcggc ccgacggctt cttgttggtg 84 0 
ttcgacttca tcactgaacg aggcgccctg 900 
caggtgcttg ccgctgtgcg gcactgccac 96 0 
gacgagaacc tgctggtgga cctgcgctcg 1020 
ggcgcggtgc tcaaggacac ggtctacact 1080 
ccagagtgga tccgatatca ccgatatcac 114 0 
gtactgctct acgacatggt gtgtggggac 1200 
cgcggcaggc tctttttccg gaggagggtc 1260 
tgtctctccc tgaggccctc agagaggccc 13 2 0 
atgctgggga cagaggggag cgttccagag 13 8 0 
actgacgacg gagccagtac cacttccagc 144 0 
tgggctcggc ctagccagcg ctctcccaga 1500 
gcaaaagcag tgacctctga cccctggtga 156 0 
ttgctttgag tgcctttttg aacgctgctc 1620 
gtccaaagat ggctgagggc taagcaaggt 16 8 0 
tcccgaccct gctgctccat ctcaggaggc 174 0 
agcgccctgt ggtgcccacc tccaaccctc 1800 
gcacaagcaa tgcaacgctg ggccactgct 186 0 
ccgcacgcaa cctaagcgtg ccaccacggt 1920 
gcgcccccgc cctgctgggg ctatttattg 1980 
aaccaccttc tccaggcccc tggggtgttg 2040 
cccccatcct aattcctgca cctggaggag 2100 
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ttccccaacc cccgtgtttg cgggaggaag catttgtaca gtggctaatt taaggggagt 2160 
gggagaccct gtcaccctga gcactctgcg ctggggaggg gtttaaatta ttgaccttgt 2220 
acagtctgct tgctggctct gaaagctggg gttgggggac agagtctcaa gcccttaatt 2280 
tattttagca gctgtgtttc tgtgaccctg gtgtgactaa gcatcagggg tggggttgta 234 0 
taagttcaaa agtgtgaaat gtctgaagat catatttttt atacaggtat ttcaattaaa 2400 
tgttttggta tataatggaa aaaaaaaaaa aaaaaaaaaa aaaaaaa 244 7 



<210> 11 
<211> 326 
<212> PRT 

<213> Mus musculus 
<400> 11 

Met Leu Leu Ser Lys Phe Gly Ser Leu Ala His Leu Cys Gly Pro Gly 
15 10 15 

Gly Val Asp His Leu Pro Val Lys lie Leu Gin Pro Ala Lys Ala Asp 
20 25 30 

Lys Glu Ser Phe Glu Lys Val Tyr Gin Val Gly Ala Val Leu Gly Ser 
35 40 45 

Gly Gly Phe Gly Thr Val Tyr Ala Gly Ser Arg lie Ala Asp Gly Leu 
50 55 60 

Pro Val Ala Val Lys His Val Val Lys Glu Arg Val Thr Glu Trp Gly 
65 70 75 80 

Ser Leu Gly Gly Val Ala Val Pro Leu Glu Val Val Leu Leu Arg Lys 
85 90 95 

Val Gly Ala Ala Gly Gly Ala Arg Gly Val lie Arg Leu Leu Asp Trp 
100 105 110 

Phe Glu Arg Pro Asp Gly Phe Leu Leu Val Leu Glu Arg Pro Glu Pro 
115 120 125 

Ala Gin Asp Leu Phe Asp Phe lie Thr Glu Arg Gly Ala Leu Asp Glu 
130 135 140 

Pro Leu Ala Arg Arg Phe Phe Ala Gin Val Leu Ala Ala Val Arg His 
145 150 155 160 

Cys His Asn Cys Gly Val Val His Arg Asp lie Lys Asp Glu Asn Leu 
165 170 175 

Leu Val Asp Leu Arg Ser Gly Glu Leu Lys Leu lie Asp Phe Gly Ser 
180 ~ 185 190 

Gly Ala Val Leu Lys Asp Thr Val Tyr Thr Asp Phe Asp Gly Thr Arg 
195 200 205 

Val Tyr Ser Pro Pro Glu Trp lie Arg Tyr His Arg Tyr His Gly Arg 
210 215 220 
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Ser Ala Thr Val 
225 

Gly Asp lie Pro 



Phe Phe Arg Arg 
260 

Cys Leu Ser Leu 
275 

Ala His Pro Trp 
290 

Asp Leu Arg Leu 
305 

Ser Ser Ser Glu 



Trp Ser Leu Gly 
230 

Phe Glu Gin Asp 
245 

Arg Val Ser Pro 



Arg Pro Ser Glu 
280 

Met Leu Gly Thr 
295 

Cys Ala Leu Asp 
310 

Ser Leu 
325 



Val Leu Leu Tyr 
235 

Glu Glu He Leu 
250 

Glu Cys Gin Gin 
265 

Arg Pro Ser Leu 



Glu Gly Ser Val 
300 

Thr Asp Asp Gly 
315 



Asp Met Val Cys 
240 

Arg Gly Arg Leu 
255 

Leu He Glu Trp 
270 

Asp Gin He Ala 
285 

Pro Glu Asn Cys 



Ala Ser Thr Thr 
320 



